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Deciphering the role of Tet3 
mediated DNA hydroxymethylation 
(5hmC) in lung airway remodelling 

D-01 
 
 
 
 

Anokhina, M maria.anokhina@ 
uk-koeln.de 
 

Institute of Pathology, 
University Hospital of 
Cologne, DE 
 
 
 

Role of the different LSD1 
isoforms in regulation of 
transcription and alternative 
splicing of cancer related genes 

D-02 Bansal, A bansal.aakanksha
@gmail.com 

 

Institute for Genome 
Stability in Aging and 
Disease, Medical 
Faculty, Univ. of 
Cologne, DE 
 

The role of Trichostatin A in DNA 
damage response induced-
functional plasticity of 
macrophages 

D-03 
 
 

Chlamydas, S chlamydas@ 
activemotif.com 

Active Motif, Inc. 
Carlsbad CA, US 
 
 
 

A multi-omics toolbox to define the 
epigenetic profile in cancer 
disease areas 

D-04 Dalvi, P priya.dalvi@ 
uk-koeln.de 

Institute of Pathology, 
University Hospital of 
Cologne, DE 
 
 
 

Inhibition of LSD1 using HCI-2509 
attenuates tumor cell proliferation 
by regulating PLK1 



 

 6 

 First Author E-Mail Affiliation  
(first affiliation listed) 

Poster Title 

D-05 Dalvi, P priya.dalvi@ 
uk-koeln.de 

Institute of Pathology, 
University Hospital of 
Cologne, DE 
 
 

Novel role of LSD1 in post-
transcriptional regulation 

D-06 Diesch, J jdiesch@carreras 
research.org 

Josep Carreras 
Leukaemia Research 
Institute, Campus 
ICO - Germans Trias 
i Pujol, Badalona, ES 
 

Chromatin regulators as response-
predicting biomarkers of 
azacitidine therapy in MDS 
patients 

D-07 Grimm, C christina.grimm@ 
uk-koeln.de 
 

Laboratory for 
Epigenetic and 
Tumorgenetics, 
University Hospital 
Cologne, DE 
 

Epigenetic alterations in CLL 
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evidence for the necessity of 
KCNQ1 transcription through the 
ICR2 in the maternal germline for 
imprint establishment in humans 

E-05 Chauvistré, H heike.chauvistre@ 
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Information “Poster Presentation”  
 

 
Poster size  
DIN A0 upright format (84 cm wide and 118 cm high). 
 
 
Poster board / mounting and poster display 
Please refer to your abstract in the poster abstract book for the poster board number (PBN) assigned to you. 
Please use the board with the same number displayed in the upper right corner of the poster board. At the 
registration desk you will receive the location of the poster sessions as well as push pins and tape upon arrival 
at the symposium.  
 
Poster Sessions   
The poster presentation will take place: 
 
Thursday, Oct. 04, 2018, from 6.00 - 8.30 p.m.  
during the Welcome Get-Together as follows:  
 
6.15 - 7.15 p.m.: Poster Presentation A, B and E 
7.15 - 8.15 p.m.: Poster Presentation C and D 
8.15 - 9.30 p.m.: on-going discussions 
 
Friday, Oct. 05, 2018 from 12.30 - 2.00 p.m. 
during the lunch break at the venue 
 
In order to share the novel and exciting ongoing state-of-the-art research with all participants and thereby 
promoting scientific interaction, the poster should be displayed during the entire duration of the symposium. The 
Symposium ends on Saturday, Oct. 06, 2018 at about 3.15 p.m. 
 
Poster Awards 
The Poster Evaluation Committee (PEC) will judge posters on the scientific content with a focus on originality, 
potential impact/importance of the topic, novelty and relevance. The PEC decided to award 250,- Euro to the 
first author of the three most outstanding poster contributions. The CMMC Klenk Symposium Poster Awards will 
be presented by Michal-Ruth Schweiger and Reinhard Büttner (Chairs of PEC) on Friday, Oct. 05, 2018 at 3.50 
p.m.  
 
Saturday, Oct. 06, 2018 during session IV -2 of the Klenk Symposium 2018 
Awardees of the poster prizes are invited to give a short presentation (10 min.)  
 
Further Information 
If you have further questions, please contact Dr. Debora Grosskopf-Kroiher  
(debora.grosskopf-kroiher@uni-koeln.de). 
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